Rhinosporidiosis, an enigmatic disease, is present in 90 countries world-wide. Sri Lanka has the highest prevalence per capita, while India has the largest number of reported cases. It is now appearing in Europe. Since its discovery in 1892, unresolved enigmas of the disease and its causative pathogen, still remain. This overview highlights these enigmas to encourage Sri Lankan researchers to investigate them
This review is addressed to the Anuradhapura Medical Journal in view of the facts that (1) the highest prevalence world-wide, of Rhinosporidiosis on a unitpopulation basis, is in Sri Lanka although India has had many more reported cases; (2) the Anuradhapura district has the highest national prevalence (Fig. 1) ; (3) many enigmas that still remain to be resolved have been identified, and it is hoped that researchers in the Anuradhapura Faculty of Medicine and Allied Health Sciences will work on them; it is indeed a gold-mine for research. It is thus a compelling onus on Sri Lankan researchers to fill the gaps in our knowledge of rhinosporidiosis.
This disease and its causative pathogen Rhinosporidium seeberi, are unique. Apart from Mycobacterium leprae that has not yet been cultured in vitro although in vitro culture has been achieved with other mycobacteria, R. seeberi has also not been cultured in vitro. The bacterial cell, though complex, has identifiable components that have been extensively studied and whose properties in relation to the organism's pathogenicity and the pathogenesis of the disease it causes, have been elucidated; R. seeberi's internal structure is also complex but as stated below, the function(s) of some of its structural components are not yet known.
Sri Lankan national data on the prevalence of this disease has been reported (1) while the disease and its causative pathogen, Rhinosporidium seeberi, were described in depth in the monograph by Arseculeratne & Atapattu (2) .
The enigmas of rhinosporidiosis
This is a unique disease that, still, 121 years after its discovery has enigmas that remain unsolved. The unsolved features that are identifiable are:- 
The enigmas of Rhinosporidium seeberi
The causative pathogen, first characterized in 1890, is just as enigmatic as the disease it causes. 
